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Abstract

The alarming rise of multi-drug resistant (MDR)
bacteria pathogenic to humans and animals poses a
major threat to the public health sector. Enterococci
are a complex group of bacteria that causes
nosocomial infections in humans. It has been widely
acknowledged that the environmental loading of
antibiotics from hospitals, livestock farms, aquacul-
ture sector and sewage plants create a hot spot for
the emergence of antimicrobial resistance (AMR).
The sediment, water and fish samples from Pangasius
culture ponds using raw and cooked poultry waste
as feed, and normal fish feed were screened for the
presence of MDR Enterococcus faecalis. AMR was
analysed by Kirby-Bauer disc diffusion method.
Among the 83 enterococci isolates, 65 % of the
isolates were E. faecalis, all of which exhibited multi-
drug resistant phenotypes. The isolates showed
maximum resistance to macrolide, tetracycline and
lincosamide (100 %) class of antimicrobials. The
present study reflects the impact of erroneous
practices followed by certain farmers in spreading
AMR in aquaculture and environment and the
occurrence of MDR enterococci in aquaculture
farms is a matter of serious concern. Awareness
programmes among farmers, better regulations,
regular surveillance and encouraging adoption of
better management practices can go a long way to
limit the spread of such MDR superbugs.
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Introduction

AMR is one of the major public health concerns of
the modern world. AMR has created great barriers
in the treatment and control of highly contagious
diseases, in both resource-constrained and resource-
rich countries (Carrique-Mas et al., 2015; Mc Nulty
et al., 2016). AMR evolves when the disease causing
microorganisms (bacteria, viruses, fungi, and para-
sites) withstand the exposure to a drug or group of
drugs and continue to grow and spread. Frequent
antimicrobial usage for both human and animal
health can lead to the selection and dissemination
of AMR microorganisms and resistant determinants
in the environment (Cheng et al., 2019). In the past,
AMR infections were predominantly associated
with hospitals and health care settings, but over the
last decade, resistant infections have been com-
monly seen in the wider community too.

Aquaculture is one of the fastest growing food
producing sectors in the world. In India, during the
last decade, aquaculture has gradually yet steadily
transformed into a profitable business. Currently,
the country ranks second in the world in total fish
production with an annual production rate of about
9.06 million metric tonnes (FAO, 2018). In aquacul-
ture, antibacterial agents are used for both prophy-
laxis and therapeutic purpose. When it comes to
livestock (poultry, cattle, pig, sheep), antibiotics are
not only used when they show certain clinical signs
of disease but also in advance, to suppress the
chance of developing diseases (metaphylaxis) and
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also to promote growth. However, the over-use of
antimicrobial agents in livestock and aquaculture
has led to the emergence of reservoirs AMR bacteria
in animals and the surrounding environment
(Harris et al., 2012; Landers et al., 2012).

Enterococci are Gram-positive bacteria, and a major
colonizer of human and animal gastrointestinal
tracts. It is becoming a global concern in human
health as a cause of nosocomial infections. Clinical
enterococcal isolates display a wide range of AMR
mechanisms including inactivation of curative agents,
alteration of drug targets, overexpression of efflux
pumps, action of biofilm and more importantly, they
can transfer resistant genetic material to a broad
range of recipients (Champagne et al, 2011).
Majority of the enterococcal infections are compli-
cated by the intrinsic resistance to a number of
antibiotics including B-Lactams and low concentra-
tions of lincosamides and aminogycosides as well
as acquired resistance to high concentrations of
aminoglycosides, glycopeptides, tetracyclines and
macrolides (Kristich et al., 2014). The presence of
MDR Enterococci in the faecal material of animals
has become a serious issue in human and veterinary
medicine. Enterococcus spp. of veterinary, human
and food origin have also been used as indicator
organisms for surveillance of AMR. Generally, 90%
of all enterococcal infections were caused by
Enterococcus faecalis (Torres et al., 2018). However,
no information is available on the antibiotic suscep-
tibility profile of E. faecalis isolated from aquaculture
ponds using poultry waste. Majority of the aquac-
ulture farmers are unaware of the presence of
antibiotic growth promoters, problems of drug
resistant bacteria in raw poultry waste and the
problems related to the AMR. The aim of this study
was to analyse the influence of poultry waste used
in Kerala as feed in aquaculture farms on the
resistance of E. faecalis recovered from three
different types of aquaculture farms, as well as to
determine the AMR profile of E. faecalis from these
aquaculture farms. The types of aquaculture farms
consisted of farms fed with raw poultry waste,
cooked poultry waste and normal fish feed.

Materials and Methods

For the study, sediment, water and fish samples
were collected from 11 different aquaculture farms
from three different districts (Palakkad, Alappuzha,
and Wayanad) in Kerala, India. Out of 11 aquacul-
ture farms, eight farms used raw poultry waste as
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feed (AF1), two farms used cooked poultry waste
(AF2), and one farm followed normal recommended
fish feed (AF3). Samples from fish farm AF3 were
used as control. Pangasianodon hypophthalmus was
the species cultured in all the selected sampling fish
farms. All samples were obtained between Septem-
ber 2019 and February 2020. Fish samples with an
average weight of 500 g were collected from
sampling site and transported live to the laboratory
in polythene bags containing oxygenated water.
Sediment and water samples were aseptically
collected in sterile bottles from the selected aquac-
ulture farms and transported on ice to the laboratory
for further processing.

Under sterile conditions, samples (sediment 1 g, fish
tissue 1g, water 1 mL) were serially diluted in 9 mL
of 0.85 % NaCl and inoculated onto KF streptococcal
agar media (Himedia, Mumbai, India) using spread
plate technique (Sanders, 2012). The plates were
incubated at 37°C for 24 h. On the basis of
morphological features enterococcal colonies were
randomly picked from the plate and isolates were
purified by sub culturing on nutrient agar plates
(Himedia, Mumbai, India). To establish if they
belonged to the genus Enterococcus, selected colo-
nies were further amplified on Bile Esculin agar
(Himedia, Mumbai, India) plates and incubated for
24h at 37°C. The purified bacterial strains were
phenotypically identified based on morphological,
physiological and biochemical characteristics
(Devriese et al., 1995), among these, three isolates
were selected for confirmatory identification for E.
faecalis using 16S rRNA gene sequencing (Ryu et al,,
2013). Analysis of the sequenced data was done
using Basic Local Alignment Search Tool (BLAST)
program of National Center for Biotechnology
Information (NCBI) (https://www.ncbi.nlm.nih.gov/
BLAST). Among these sequenced data, one nucleic
acid sequence was submitted to GenBank.

The antibiotic susceptibility pattern of 54 E. faecalis
isolates, identified phenotypically, was tested by
Kirby-Bauer disc diffusion method (Bauer et al,,
1966). Nine antibiotics from nine classes were
selected for the test based on their use in poultry
and importance to human health. The antibiotic
discs used were: ampicillin AMP/10 pg, gentamicin
GEN/10 pg, clindamycin CD/2 g, ciprofloxacin
CIP/5 pg, erythromycin E/15 ug, tetracycline TE/30
pg, vancomycin VA/30 pg, chloramphenicol C/30 pg
and tigecycline TGC/15 pg (Himedia Mumbeai,
India). For antimicrobial susceptibility testing,
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bacterial cultures grown in trypticase soy broth to
an optical density of 0.5 McFarland standard
corresponding to 1.5 x 108 cfu/ml were harvested
by centrifugation. The cells re-suspended in sterile
0.85% saline, were plated on Mueller Hinton agar.
Up to four antibiotic discs were placed on each
plate and incubated at 35°C for 24 h. After
incubation the organisms were classified as sensi-
tive, intermediate or resistant according to the
inhibition zone diameter, following the guidelines
of the Clinical and Laboratory Standards Institute
(CLSI, 2021). The standards of European Committee
on Antimicrobial Susceptibility Testing (EUCAST,
2021) were used where CLSI standards were not
available. The Minimum inhibitory concentration
(MIC) of all the bacterial isolates were determined
by HiComb™ MIC strips (Himedia, Mumbai, India).
The epidemiological cut-off (ECOFFs) values of
CLSI (2021) were used to categorize MIC data for
E. faecalis against the following antimicrobials
(resistance breakpoints mg/L are in parentheses):
ampicillin (>16), gentamicin HLAR (>500),
ciprofloxacin (>4), erythromycin (>8), tetracycline
(>16), vancomycin (>32), chloramphenicol (>32)
clindamycin (>2). E. faecalis isolates showing resis-
tance to three or more classes of antibiotics were
designated as multi-drug resistant (MDR).

Results and Discussion

A total of 83 enterococcal isolates were recovered
from samples (sediment, water and fish) collected
from farm type AF1 (75.9 %), AF2 (19.2 %) and AF3
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(4.8 %) (Table 1). Among the 83 enterococcal isolates,
54 nos. (65 %) were identified phenotypically as E.
faecalis. All the isolates of E. faecalis were derived
from aquaculture farms fed with raw poultry waste
comprising samples from sediment, water and fish.
Maximum isolates of E. faecalis were derived from
the sediment (64.8 %), while 25.9 % of the isolates
were recovered from water samples. Least number
of isolates were obtained from fish samples (9.2 %).
No isolate of E. faecalis were obtained from aquac-
ulture pond fed with cooked poultry waste and
control farm i.e., aquaculture farm using normal fish
feed. Morphological studies revealed that all these
isolates formed colonies with red to pink centres on
KF Streptococcal agar media and formed creamy
transparent colored colonies on nutrient agar. In
Bile-Esculin agar plates, they formed black halos
around the colonies. All the isolates were found to
be Gram positive cocci, non-motile, oxidase, and
catalase negative (Table 2). The 165 rRNA gene
sequence analysis of three phenotypically identified
isolates exhibited 99.95 % sequence homology with
E. faecalis. One nucleic acid sequence of E. faecalis was
submitted to GenBank (GenBank accession number:
OP435585)

The environmental and water samples usually
contain Enterococcus spp. due to the distribution of
huge amounts of human and animal waste through
sewage or non-sewage systems, and Enterococci is
also often used as an indicator of faecal contamina-
tion of water and food products (Byappanahalli et
al., 2012; Rodrigues & Cunha, 2017). Some studies

Table 1. Distribution of Enterococcus spp. from different sampling sites of Kerala, India, in 2019-2020

Farm type No. of farms Sample No. of No. of
type/source Enterococcus spp. E. faecalis
isolates isolates*
Aquaculture farms Sediment 38 35
fed with raw poultry 8 Water 18 13
waste. 7 5
(AF1)
Aquaculture farms fed Sediment 10 -
with cooked 2 Water 5 -
poultry meat 1 _
(AF2)
Aquaculture farm fed Sediment 4 -
with normal 1 Water -
fish feed - -
(AF3)

*Identified phenotypically
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Table 2. Biochemical and physiological characteristics of
Enterococcus faecalis isolated from sediment,
water and fish samples (n = 54)

Biochemical test Characteristics
Gram staining + ve
Motility - ve
Spore forming - ve
Catalase - ve
Oxidase - ve
Voges-Proskauer + ve
H,S production - ve
Metabolism with:

Adonitol - ve
Arabinose - ve
Cellobiose + ve
Dulcitol - ve
Glucose + ve
Glycerol + ve
Lactose + ve
Maltose + ve
Mannitol + ve
D - Mannose + ve
Melibiose - ve
D - Raffinose - ve
Salicin + ve
Sorbitol + ve
Sucrose + ve
Trehalose + ve
L - Xylose - ve
Growth at:

4°C - ve
10°C + ve
45°C + ve
50°C - ve
pH 9.6 + ve
Growth in:

6.5% NaCl + ve
0.1% Methylene blue milk + ve

have found that E. faecalis was the most predominant
Enterococcus species from poultry environment
(Aarestrup et al., 2000; Hayes et al., 2004; Diarra et
al., 2010; Rehman et al.,, 2018). Accumulation of
poultry waste and faecal matter in the pond bottom
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contribute to the high prevalence of resistant
bacteria in the aquaculture farm. In strongly
selective environments, the genetic determinants,
which specify resistance to different antibiotic drugs
spread at a random rate (Skippington & Ragan
2011). The results of antimicrobial susceptibility
testing of all the E. faecalis isolates are shown in
Figure 1. Maximum resistance was observed against
erythromycin, tetracycline and clindamycin (100 %).
The percentage of resistance against antibiotic
ciprofloxacin was also high (88.8 %), whereas none
of the isolates showed resistance to the glycopeptide
vancomycin, B-lactam ampicillin and glycylcycline
tigecycline. 63 % of the E. faecalis isolates were
resistant to tetracycline at >64 pg/mland 37 % were
resistant to tetracycline at >32 pg/ml. The MIC
values of selected antimicrobials for E. faecalis is
shown in Table 3. The sediment samples from
aquaculture ponds fed with raw poultry waste
showed highest proportion of isolates (20.4 %) with
very high degree of resistance against most of the
antibiotics tested. The drug resistance pattern of
multi drug resistant E. faecalis isolates is represented
in Figure 2. All the isolates showed multi-drug-
resistance against majority of the critically and
highly important antimicrobial drugs. A total of four
multiple antibiotic resistance profiles were re-
corded. The profiles included TE-E-CD-CIP, TE-E-
CD, TE-E-CD-C-CIP, and TE-E-CD-C-CIP-GEN
which occurred in 72.2 %, 11.1 %, 11.1 % and 5.5 %
of bacterial isolates respectively (n=54) (Table 4).
Isolates derived from sediment samples possessed
high multi-drug-resistance pattern (combination of
six antibiotics).
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Fig. 1. AMR of Enterococcus faecalis isolates from
sediment, water and fish samples against
different antibiotic classes. E - Erythromyecin;
GEN - Gentamycin; CD- Clindamycin;
C - Chloramphenicol; TE - Tetracycline;
CIP - Ciprofloxacin. E. faecalis (n = 54).



Keerthana, Sneha, Paul and Pillai

284

Table 3. MIC of selected antimicrobials to E. faecalis isolates from aquaculture farm fed with raw poultry waste. AMP,
ampicillin; E, erythromycin; VA, vancomycin; TE, tetracyclin; CIP, ciprofloxacin; C, chloramphenicol; CD,
clindamycin. Resistance breakpoints for Enterococcus spp. (in ug/ml) were ampicillin (>16), erythromycin (>8),
vancomycin (>32), tetracycline (>16), ciprofloxacin (>4), chloramphenicol (>32), clindamycin (>2)

Antibiotic  Antibiotic Number of isolates for which MIC (pg/ml) was: Percentage
class of
resistance
<0.25 >0.5 >2 >4 >8 >16 >32 >64  >120 >240
AMP Penicillin 9 45 0
E Macrolide 52 2 100
VA Glycopeptide 44 10 0
TE Tetracycline 18 36 100
CIP Fluoroquinolone 2 4 48 88
C Amphenicol 35 9 10 20.4
CD Lincosamide 46 8 100

As per the previous reports from Vietnam (Nguyen
et al.,, 2016), polypeptides, penicillin, third-genera-
tion cephalosporins, quinolones, aminoglycosides,
polymyxins, and many of the aforementioned
antibiotics are largely employed in the poultry
farms. A similar study in Punjab, India showed the
wide use of tetracyclines, fluroquinolones and
cephalosporins in the poultry farms (Brower et al.,
2017). Both tetracycline and erythromycin are often
used for enteric infections, both in veterinary and
human medicine (Aarestrup et al., 2000). High
prevalence of resistance to erythromycin, tetracy-
cline and clindamycin resulting from poultry, as
observed in the present study, were also reported

80.00%
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70.00%

60.00%

50.00%

40.00%

30.00%

Percentage of Resistance

20.00%

10.00%
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p222222]

TE-E-CD-CTP TE-E-CD TE-E-CD-C-CIP TEE CD C CIP GEN

Antibiotic resistance profile

Fig. 2. MDR patternofE. faecalisagainst different antibi-
otic classes. GEN, gentamycin; CIP, ciprofloxacin;
C, chloramphenicol; CD, clindamycin; E, erythro-
mycin; TE, tetracycline. E. faecalis (n = 54).

from the United States and Canada (Rehman et al.,
2018), and high prevalence of resistance to tetra-
cylines and erythromycin were reported from Nile
tilapia farms in Brazil (Guidi et al., 2018). Igbinosa
et al. (2016) from Nigeria reported high level
resistance to erythromycin, oxytetracycline, chloram-
phenicol and ciprofloxacin in Enterococcus isolates
from tilapia fish ponds. They reported that these
antimicrobials are habitually used in the fish ponds
for prophylaxis, therapeutic purpose, and growth
promotion. However, these discharge waters can
contaminate another environment directly or indi-
rectly by resistant determinants or antimicrobials
(Taneja & Sharma, 2019). Resistance to clindamycin
has been reported to be an intrinsic property of
Enterococci, and is said to be mediated by the
product of the Isa gene (Dina et al., 2003). Resistance
to macrolide class of antibiotics is also a frequent
observation among enterococci from poultry envi-

Table 4. The MDR pattern of multi-drug-resistant E.
faecalis isolates. TE, tetracyclin; E, erythromycin;
CD, clindamycin; C, chloramphenicol; CIP,
ciprofloxacin; GEN, gentamicin

Antibiotic Resistance Percentage of E. faecalis

profile isolates (n=54) showed MDR
TE-E-CD-CIP 72.2%
TE-E-CD 11.1%
TE-E-CD-C-CIP 11.1%
TE-E-CD-C-CIP-GEN 5.5%
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ronment. Some early studies found that use of
medicated feed ingredients like virginiamycin and
tylosin promote the development of macrolide
resistance. Most often, these are used as a feed
additive formulation for growth promotion in
broiler chicken, turkey and swine (Yoshimuraet al.,
2000). E. faecalis isolates in the present study were
not resistant to vancomycin, tigecycline and chloram-
phenicol. In contrast, resistance to vancomycin has
been observed from livestock and related food
products in Europe, as a consequence of the use or
abuse of the glycopeptide antimicrobial avopracin in
food-producing animals (Aarestrup et al., 2000).
This is in agreement with the results of Rehman et
al. (2018) in a study carried out in Canada showed
that tigecycline has good in vitro activity against
enterococcal isolates, although their use may be
limited in certain clinical scenarios due to the
emergence of resistance (Arias et al., 2010). Detec-
tion of tigecycline resistance in Enterococci is very
rare; majority of the reports are from health care
settings (Bender et al., 2020).

The results of the present study distinctly showed
the presence of E. faecalis Enterococci with high
AMR from an aquaculture environment and high-
lights the potential risk of spread of AMR from
aquaculture farms using raw poultry waste from
industrial farms where antibiotics are used as a
cheap production tool. The findings suggests that
the illegal practice of dumping raw poultry waste
in aquaculture farms solely for profit is a definite
contributor to the spread of MDR isolates in the
environment. Hence, farmers have to be dissuaded
from this practice through awareness programmes
and regulatory mechanisms.

A positive outcome of this study was an official ban
by the Department of Fisheries, Government of
Kerala on the use of poultry waste in aquaculture
(ReAct, 2018). The state was one of the first in India
to implement the ‘One Health Approach’ to prevent
the misuse and indiscriminate use of antimicrobials
in the different sectors through its AMR action plan
Kerala Antimicrobial Resistance Strategic Action
Plan (KARSAP).

The findings of the study points to the fact that new
superbugs can emergence from the aquaculture
environment due to improper farming practices
with poor concern for biosecurity, and this is a
potential hazard eventually for the community at
large.

285

Acknowledgements

The authors wish to thank the authorities of the Kerala
University of Fisheries and Ocean Studies for providing
the facilities to carry out the work.

References

Aarestrup, FM., Agerso, Y., Gerner-Smidt, P., Madsen, M.
and Jensen, L.B. (2000) Comparison of antimicrobial
resistance phenotypes and resistance genes in Entero-
coccus faecalis and Enterococcus faecium from humans
in the community, broilers, and pigs in
Denmark. Diagn. Microbiol. Infect. Dis. 37(2): 127-137

Arias, C.A., Contreras, G.A. and Murray, B.E. (2010)
Management of multidrug-resistant enterococcal
infections. Clin. Microbiol. Infect. 16 (6): 555-562

Bauer, A.W., Kirby, WM., Sherris, J.C. and Turck, M.
(1966) Antibiotic susceptibility testing by standardized
single disc method. Am. ]. Clin. Pathol. 45 (4): 493-
496

Bender, ].K,, Klare, I, Fleige, C. and Werner, G. (2020) A
Nosocomial Cluster of Tigecycline-and Vancomycin-
Resistant Enterococcus faecium isolates and the Impact
of rps] and tet (M) Mutations on Tigecycline
Resistance. Microb. Drug Resist. 26: 576-582

Brower, C.H., Mandal, S., Hayer, S., Sran, M., Zehra, A,
Patel, SJ., Kaur, R, Chatterjee, L., Mishra, S., Das,
B.R,, Singh, P, Singh, R., Gill, ].P.S. and Laxminarayan,
R. (2017) The prevalence of extended-spectrum beta-
lactamase-producing multidrug-resistant Escherichia
coli in poultry chickens and variation according to
farming practices in Punjab, India. Environ. Health
Perspect. 125 (7): 077015

Byappanahalli, M.N., Nevers, M.B., Korajkic, A., Staley,
Z.R. and Harwood, VJ. (2012) Enterococci in the
environment. Microbiol. Mol. Biol. Rev. 76(4): 685-706

Carrique-Mas, J.J.,, Trung, N.V, Hoa, N.T.,, Mai, H.H,,
Thanh, T.H., Campbell, J.I, Wagenaar, J.A., Hardon,
A., Hieu, T.Q. and Schultsz, C. (2015) Antimicrobial
usage in chicken production in the Mekong Delta of
Vietnam. Zoonoses Public Health 62 (1): 70-78

Champagne, J., Diarra, M.S., Rempel, H., Topp, E., Greer,
C.W.,, Harel, J. and Masson, L. (2011) Development of
a DNA microarray for enterococcal species, virulence,
and antibiotic resistance gene determinations among
isolates from poultry. Appl. Environ. Microbiol. 77 (8):
2625-2633

Cheng, G., Jianan, N., Ahmed, S. and Huang, J. (2019)
Selection and dissemination of antimicrobial resis-
tance in Agri-food production. Antimicrob. Resist.
Infect. Control 8(1): 158

Clinical and Laboratory Standards Institute (2021).
Performance standards for antimicrobial susceptibility



Keerthana, Sneha, Paul and Pillai

testing: Twenty-fifth Informational Supplement M100
S25. Wayne, PA: CLSL

Devriese, L.A., Pot, B., Van Damme, L., Kersters, K. and
Haesebrouck, F. (1995) Identification of Enterococcus
species isolated from foods of animal origin. Int. J.
Food Microbiol. 26 (2): 187-197

Diarra, M.S., Rempel, H., Champagne, ]J., Masson, L.,
Pritchard, J. and Topp, E. (2010) Distribution of
antimicrobial resistance and virulence genes in
Enterococcus spp. and characterization of isolates from
broiler chickens. Appl. Environ. Microbiol. 76(24):
8033-8043

Dina, J., Malbruny, B. and Leclercq, R. (2003) Nonsense
mutations in the Isa-like gene in Enterococcus faecalis
isolates susceptible to lincosamides and streptogramins
A. Antimicrob. Agents Chemother. 47(7): 2307-2309

European Committee on Antimicrobial Susceptibility
Testing (2021). EUCAST: Breakpoint Tables for Inter-
pretation of MICs and Zone Diameters, Version 12.0,
2021

FAO. (2018) The State of World Fisheries and Aquaculture
2018: Meeting the sustainable development goals.

Guidi, L. R, Santos, F. A., Ribeiro, A. C. S., Fernandes,
C., Silva, L. H., & Gloria, M. B. A. (2018) Quinolones
and tetracyclines in aquaculture fish by a simple and
rapid LC-MS/MS method. Food Chem. 245: 1232-1238

Harris, S. J.,, Cormican, M., and Cummins, E. (2012)
Antimicrobial residues and antimicrobial-resistant
bacteria: impact on the microbial environment and
risk to human health—a review. Human Ecol. Res.
Assess. 18(4): 767-809

Hayes, J.R., English, L.L., Carr, L.E.,, Wagner, D.D. and
Joseph, S.W. (2004) Multiple-antibiotic resistance of
Enterococcus spp. isolated from commercial poultry
production environments. Appl. Environ. Microbiol. 70
(10): 6005-6011

Igbinosa, E.O., Onuoha, T. and Udochukwu, U. (2016)
Antimicrobial resistance profile characterization of
Enterococcus species isolated from aquaculture envi-
ronment. OAJMB 1:1-6

Kristich, C. J., Rice, L. B.,, and Arias, C. A. (2014)
Enterococcal infection—treatment and antibiotic
resistance. In Gilmore, M.S., Clewell, D.B,, Ike, Y.,
Shankar, N. (Eds.) Enterococci: from commensals to
leading causes of drug resistant infection [Internet].
Boston: Massachusetts Eye and Ear Infirmary; 2014,
PMID: 24649502

Landers, T. F., Cohen, B., Wittum, T. E., and Larson, E.
L. (2012) A review of antibiotic use in food animals:

286

perspective, policy, and potential. Public Health
Rep. 127(1): 4-22

Mc Nulty, K., Soon, J.M., Wallace, C.A. and Nastasijevic,
I. (2016) Antimicrobial resistance monitoring and
surveillance in the meat chain: A report from five
countries in the European Union and European
Economic Area. Trends Food Sci. Technol. 58: 1-13

Nguyen, N.T., Nguyen, H.M., Nguyen, C.V, Nguyen,
T.V.,, Nguyen, M.T., Thai, H.Q., Ho, M.H., Thwaites,
G., Ngo, H.T., Baker, S. and Carrique-Mas, J. (2016)
Use of colistin and other critical antimicrobials on pig
and chicken farms in southern Vietnam and its
association with resistance in commensal Escherichia
coli bacteria. Appl. Environ. Microbiol. 82(13): 3727-
3735

ReAct Asia Pacific (2018) Kerala, India: perspective of
farmers and use of antibiotics in their aquaculture
farms.

Rehman, M.A,, Yin, X., Zaheer, R., Goji, N., Amoako, K.K.,,
McAllister, T., Pritchard, J., Topp, E. and Diarra, M.S.
(2018) Genotypes and phenotypes of Enterococci
isolated from broiler chickens. Fron. Sustain Food
Syst. 2: 83

Rodrigues, C. and Cunha, M.A. (2017) Assessment of the
microbiological quality of recreational waters: indica-
tors and methods. EM.J.E. 2(1): 25

Ryu, H., Henson, M., Elk, M., Toledo-Hernandez, C.,
Griffith, J., Blackwood, D., Noble, R., Gourmelon, M.,
Glassmeyer, S. and Santo Domingo, J. W. (2013)
Development of quantitative PCR assays targeting the
16S rRNA genes of Enterococcus spp. and their
application to the identification of Enterococcus species
in environmental samples. Appl. and Environ.
Microbiol., 79(1), 196-204

Sanders, E.R. (2012) Aseptic laboratory techniques:
plating methods. JoVE 63: e3064

Skippington, E. and Ragan, M.A. (2011) Lateral genetic
transfer and the construction of genetic exchange
communities. FEMS Microbiol. Rev. 35(5): 707-735

Taneja, N. and Sharma, M. (2019) Antimicrobial resistance
in the environment: The Indian scenario. Indian J.
Med. Res. 149: 119

Torres, C., Alonso, C. A., Ruiz Ripa, L., Leén Sampedro,
R., Del Campo, R. and Coque, T. M. (2018) Antimi-
crobial Resistance in Enterococcus spp. of animal
origin. Microbiol. Spectr. 6(4): 30051804

Yoshimura, H., Ishimaru, M., Endoh, Y.S. and Kojima, A.
(2000) Antimicrobial susceptibilities of enterococci
isolated from faeces of broiler and layer chickens. Lett.
Appl. Microbiol. 31(6): 427-432




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /Unknown

  /Description <<
    /FRA <>
    /ENU (Use these settings to create PDF documents with higher image resolution for improved printing quality. The PDF documents can be opened with Acrobat and Reader 5.0 and later.)
    /JPN <FEFF3053306e8a2d5b9a306f30019ad889e350cf5ea6753b50cf3092542b308000200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e30593002537052376642306e753b8cea3092670059279650306b4fdd306430533068304c3067304d307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e30593002>
    /DEU <>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /KOR <FEFFd5a5c0c1b41c0020c778c1c40020d488c9c8c7440020c5bbae300020c704d5740020ace0d574c0c1b3c4c7580020c774bbf8c9c0b97c0020c0acc6a9d558c5ec00200050004400460020bb38c11cb97c0020b9ccb4e4b824ba740020c7740020c124c815c7440020c0acc6a9d558c2edc2dcc624002e0020c7740020c124c815c7440020c0acc6a9d558c5ec0020b9ccb4e000200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /CHS <FEFF4f7f75288fd94e9b8bbe7f6e521b5efa76840020005000440046002065876863ff0c5c065305542b66f49ad8768456fe50cf52068fa87387ff0c4ee563d09ad8625353708d2891cf30028be5002000500044004600206587686353ef4ee54f7f752800200020004100630072006f00620061007400204e0e002000520065006100640065007200200035002e00300020548c66f49ad87248672c62535f003002>
    /CHT <FEFF4f7f752890194e9b8a2d5b9a5efa7acb76840020005000440046002065874ef65305542b8f039ad876845f7150cf89e367905ea6ff0c4fbf65bc63d066075217537054c18cea3002005000440046002065874ef653ef4ee54f7f75280020004100630072006f0062006100740020548c002000520065006100640065007200200035002e0030002053ca66f465b07248672c4f86958b555f3002>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


